
Table 1. Real-time qRT-PCR verification of eight DEGs.

Gene expression RNA-seq Primer sequence
Gene ID Gene description comparisons log2(FC) Up/down (5′ → 3′)

BMK.10019 Uncharacterized protein LOC100777071 JL2 vs YZ9253 1.63 Up F: TCTGGTGCTTATCGTCCT
JL2 vs JL7 2.26 Up R: ATGTCCTTTGTCGCTTGT

BMK.11023 UPF0481 protein At3g47200-like YZ9253 vs JL7 1.83 Up F: CAAGAACGCAGAAAGGAA
JL2 vs JL7 3.35 Up R: GTGAATGGAAGGGAAAAGA

BMK.14924 Tyramine N-feruloyltransferase 4/11-like JL2 vs YZ9253 −3.52 Down F: CTTCCACTCCTTCACCAT
JL2 vs JL7 −3.61 Down R: GAGCCTCAGATTCACGAC

BMK.1585 Patatin group A-3-like JL2 vs YZ9253 2.81 Up F: GACCCGTTCCAGCCTTTT
YZ9253 vs JL7 −4.03 Down R: CTTGCCACAATCTTCCCT

BMK.10824 Uncharacterized protein LOC100305850 JL2 vs YZ9253 1.73 Up F: TTCTACTTGATGGGTTTGAG
YZ9253 vs JL7 −3.51 Down R: GAGGAAGAGGTTCGTTTG

BMK.1780 Drought responsive element-binding protein JL2 vs YZ9253 4.55 Up F: TTTCCTTATCAACCACAACC
JL2 vs JL7 3.68 Up R: CCCAGCCAAATCCTACTC

BMK.20465 Serine–threonine kinase JL2 vs YZ9253 −3.81 Down F: ACAATCTGGCACAATCTTTC
JL2 vs JL7 −3.13 Down R: CGTAGCATACAGGGAGCA

BMK.13095 Heat-shock protein JL2 vs YZ9253 2.58 Up F: CAGCACCACCCTGATACA
YZ9253 vs JL7 −4.09 Down R: AAGGCAGAGGATGAAGAG
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