Proteome analysis of soybean roots under waterlogging stress at an early
vegetative stage
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Supplementary figure. 2-DE analysis of soybean root proteins under waterlogging stress. A total of 350 pg protein was separated
by 2-D as described in Materials and Methods, and visualized with Coomassie brilliant blue (CBB) staining. (A) and (B) represent the
2-DE patterns of control and 3-day waterlogging-treated roots, respectively. The boxes (a—h) are enlarged in figure 3. Arrows indicate
differentially expressed identified proteins in response to waterlogging stress.
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