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There has been amistake in the year shown in the reference lines placed immediately after the abstracts on page Nos 17, 31,

43,

51, 71, 101, 113, 129, 145, 157 and 169. In each case the year should be 2007, not 2006.

The corrected references are given below.
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The above corrections require to be made in the printed version of the articles. Articles that appear on the Journal of
Biosciences Web site will contain these corrections.
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